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INTRODUCTION ACKNOWLEDGEMENTS
Klebsiella i producing K. iae (KPC-KP) are notorious nosocomial pathogens that are resistant to nearly all antimicrobials and can rapidly develop We would like to acknowledge all the
further resistance upon exposure to the remaining active agents. microbiology staff & HES at the NIH CC

Resistance is caused by the enzyme-encoding KPC gene that is carried on a plasmid issible among the i The KPCs comprise 10 variants (KPC,.,,) that are
by single nucleotid: itutions?.

uniquely
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The epidemiological challenge of KPC-KP along with high attributable mortality (40-60%) has prompted heavy investment on infection control and preventive measures.

Between June to December 2011, the NIH Clinical Center experienced its first KPC-KP outbreak in the ICU. Prompt laboratory response X Co-colonized Co-colonized 11/18: Pt #16
was crucial for hospital epidemiological guidance and limiting the spread of disease. MDRAB with MDRAB with MDRAB 10/17: Pr#12
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colonization. ICU 24h stay
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- Two rounds of throat & groin surveillance | |- Weekly throat & groin surveillance cxs - KPC Chromagar implemented for throat, KPC PCR developed for Outbreak strain Whole - Evaluation & validation of a KPC Tagman PCR to detect blaKPC
RESPONSE | cxs initiated. Subbed onto SBA & MAC initiated in ICU and later on other wards groin & rectal surveillance cxs colonies Genome Sequencing (Snitkin directly from rectal swabs
- Any GNR was identified by MALDI-TOF - SBA & MAC proved inefficient - Identification confirmed by MALDI-TOF et al, pers com) - Impl d into routine di ic use 1/17/12
MS - Evaluation of KPC Chromagar against CDC MS
- Full susceptibility testing performed protocol - Full susceptibility testing performed 9/1to 1/20/12
- Carbapenemase activity confirmed by - Rectal swabs added to surveillance - Carbapenemase activity confirmed by i cultures detected KPC-KP from 5 environmental sites (patient room, ventilator & 3 sink drains) and KPC-E. cloacae from 2 drain cxs
MHT cultures to increase sensitivity MHT
Table 1. Isolation Source of KPC-KP DATA SUMMARY KPC Chromagar Validation KPC RESPONSE ALGORITHM
Wona ! A total of 602 pts were screen between 6/2011 & 1/2012 (674 KPC Chromagar (Paris) was tested in parallel with the CDC Laboratory Protocol for the “Detection of Following this outbreak and the changes i we have the i
throat, 699 groin & 1,333 rectal) Carbapenem-Resistant or Carbapenemase Producing Klebsiella or E. coli from Rectal Swabs” for laboratories to respond to future KPC outbreaks
B v [r— DI , POl
Two rectal swabs
2| wm | v v il 4 a fectal svabs () Throtand o swabs 2)
- - [t (1) DAY1
P e s s o - KPC-KP was isolated from 18 pts o1 s N
 (pertones: =5 (28%) were colonized only 10ug meropenem disc; vortex & remove
4| v v ) viv |~ - 13 (72%) developed KPC-KP infections / \ Swab; incubate overnight - Secondswab Inoculated on KPC Chromagar
o | vn | vem - fobyber) 8 (62%) were bloodstream infections Oneswablorkecich stored at4C
r— - 5 were co-colonized/infected with MDRAB Day2 | lsolates identified by Subbed onto S8A in Plateonto MAC  Plate onto KPC Chromagar  In addition, 9 MHT positive, 10 MHT
s | wm von | v . 1 o d with KPC-E. cl MALDI-TOF M the morning for MHT negative and 6 ATCC control strains were. .
T = 1 R aHITiiEE i b GRS ASTsetup, tested to demonstrate selection for Negatve  Positve Nogrowth Gromth
1w v e v oo Mo 415 - 1 was co-infected with KPC-E. aerogenes solatesidentified by Subbed onto SBAin carbapenem resistant isolates and species
L) Day3 MALDITOFMS  the morning for MHT differentiation based on color. All 25
oo v vm ) 3 BAST setup isolates correlated with expected results.
5w Ve o | 11 pts died (overall mortality 61%)
o v ver v v v e e -7 from KPC-KP infection (attrl?‘lvna‘b_lir:ortallty 39%) KPC PCR D I & P ::::::ﬂ Gromag nthamoring
u o v pre— v v e Lo sewme
- o N ! Lo - A real-PCR assay was developed to detect a 246bp N ‘
u o LT | >95% similarity was z ! : : 1: region of the blap. gene (inclusive blagc, ;) using =) |
o wm | v established : } | primers and probes described by Hindiyeh et a e | s o con Gt e e |
. I 1 (Y | Ptmoved out of isol
W v em v v o X tmaved outof solation E Antimicrobial susceptibiity
HERar: ety | RN || F——— e W
u | e Y rep , 1 1 1 NucliSENS easyMag system (BioMerieux)
v 2 v (Aligent) . TRIRRUTRIAT
w v . 1 : [ I: - The assay was validated in parallel with KPC Chromagar oAz O dentedby MADITOR NesbsomboieanOer2 |
o I 1 ing 60 rectal swabs 1. Ladder; 2. KPC kP ganism i E
| d usin, =2 3
s BEEy (e o) " o . :: - Assay correlation efficiency was 1. No cross reactivity preunonce
- | I was observed with human DNA, stool flora or other pneumoniae REFERENCES
EmElmmeEney | SEE dem(OER) carbapenem resistant non-KPC organisms (eg. MDRAB) e u0a e 1 Chent. ) varants.
2 1




